[Study of gene data mining based on informatics theory].
By combining with informatics theory, ta system model consisting of feature selection which is based on redundancy and correlation is presented to develop disease classification research with five gene data set (NCI, Lymphoma, Lung, Leukemia, Colon). The result indicates that this modeling method can not only reduce data management computation amount, but also help confirming amount of features, further more improve classification accuracy, and the application of this model has a bright foreground in fields of disease analysis and individual treatment project establishment.